. Fatsing and postprandial plasma concentrations (ng/mL) of hormones in WT and Y2RKO mice on high-fat diet. Figure S1 . Genotyping of the 22 WT (W) and 22 Y2R -/-/GLP1R -/-doubleknockout mice used for the final analysis. Tail biopsies, taken at time of tissue harvest, were incubated at 95 °C in lysis solution for 1hr. Neutralization buffer was added, and tails were stored at −20 °C until time of genotyping . The PCR sample consisted of a 25µL   volume  containing  1µL  of  each  of  three  primers  (11982_3:  TTGATCTCACTCATTGTGGAGC; 11982_4: CATCAATTGATGAAGATACAGGC; 11982_7: TCTACAGTTTGATTCTCATCTGCC). Each reaction also contained AmpliTaq Gold 360 Master Mix and 360 GC Enhancer (Applied Biosystems by Thermo Fisher Scientific). The following PCR conditions were applied: 5 min, 95 °C initial denaturation; 30 s, 95 °C cyclic denaturation; 30 s, 60 °C cyclic annealing; 1 min, 72 °C cyclic elongation for a total of 35 cycles, followed by a 10 min 72 °C elongation step. PCR amplification products were analyzed by agarose gel electrophoresis. KO band are detected at 206 base pairs and WT band is detected at 357 base pairs. 
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